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> suraml = coxph(Surv(time,status) ~ x, data = leukemia)
> cox.zph(suraml)
                  rho   chisq     p
xNonmaintained 0.0198 0.00691 0.934

> plot(cox.zph(suraml))

Plots of scaled Schoenfeld residuals against transformed time for each covariate. 
The solid line is a smoothing-spline fit to the plot, with the broken lines representing a
± 2-standard-error band around the fit.

Interpretation of these graphs is greatly facilitated by smoothing,
for which purpose cox.zph uses a smoothing spline, shown on each graph
by a solid line; the broken lines represent ± 2-standard-error
envelopes around the fit. Systematic departures from a horizontal line
are indicative of non-proportional hazards.






